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Integrated genetic and epigenetic analysis defines novel molecular subgroups in
rhabdomyosarcoma
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Rhabdomyosarcoma (RMS) is the most common childhood soft-tissue sarcoma and accounts for 3% of childhood malignant tumor.
In this review, recent sequencing studies in RMS and a novel classification of RMS using epigenetic alterations, which exhibits a
remarkable correlation with mutation profiles, histological phenotypes and clinical behaviors are discussed. Unsupervised hierarchical
clustering was performed in RMS to obtain DNA methylation array results. RMS can be divided into 4 clusters that correlate with
histological subtype: alveolar RMS(ARMS) and embryonal RMS (ERMS). Although ERMS is generally associated with relatively
good prognosis, an ERMS group associated with poor prognosis could be extracted. This finding may be useful for the intensification

of or for novel therapeutic approaches in ERMS.
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