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Homology-directed repair plays a critical role in DNA double strand break repair. Since homologous recombination deficiency (HRD)
has been reported as being associated with sensitivity to platinum-based anticancer drugs and PARP inhibitors, researchers have put
forward great efforts to develop a system to detect HRD. Three systems have been developed to detect HRD by analyzing genomic
instability observed in cells with HRD: HRD-LOH, HRD-TAI, HRD-LST. Each of these systems has been shown to be individually
associated with BRCA mutations and sensitivity to platinum-based anticancer drugs. At present, the combined system, HRD Score, has
been developed and evaluated in association with sensitivity to platinum-based anticancer drugs in a number of clinical trials.
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