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Multiplex analysis of cancer-related gene using next generation sequencer
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Advances in and reductions in the cost of technologies for genetic analyses have promoted the development of drugs that target rare
somatic mutations across various cancers and has led to the increased importance of companion diagnostics in customized treatment.
Unlike conventional tests using a single gene, the next generation sequencer (NGS) that is aimed at precision medicine enables
simultaneous analyses of multiple specimens and multiple genes. The analysis of amplifications and mutations in cancer-related genetic
regions using NGS is greatly dependent on the quality of specimens and the timing of specimen sampling.

CTC and cfDNA, which are collected from liquid biopsies, has recently attracted attention. Both contain genetic information that
reflects the latest pathology, although the information is fragmented, and would enable the accurate and comprehensive analyses of
mutations in cancer-related genes when combined with genetic information in tumor tissues. This report summarizes information on
liquid biopsies that will play a major role in future companion diagnostics and the methods to analyze genetic mutations in tissues.
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