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Due to the development of molecular targeted drugs, the prognosis for patients with advanced stage lung cancer has improved. Despite
this improvement, the 5-year survival rate is still very low. Therefore, identifying groups at high risk for lung cancer and directing
prevention efforts toward these groups is necessary. Both environmental and genetic factors are related to the development of lung
cancer. For example, cigarette smoking and passive (secondhand) smoking are associated with lung cancer. Recent GWAS of lung
adenocarcinoma have identified genetic susceptibility variants on chromosome 15q25 (CHRNA), 5pl15 (TERT), 3q28 (TP63), 6p21
(HLA classO region and FOXP4) and 17q24 (BPTF); however, the loci significantly associated with lung cancer risk differ among
ethnicities. In the future, it will be necessary to clarify how these variants affect the development of lung adenocarcinoma.
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